Amanda L. Fuchs et al., Figure S1
. Metabolism of mannose for N-glycan biosynthesis (A) and fold change expression of Gmppa, Gmppb, Pmm1,  and Pmm2 in bone marrow-derived murine MΦs upon differential stimuli (B). Data has been derived from Zhang et al. to generate these plots [39] . Abbreviations denote: GDP, guanosine diphosphate; Gmppa, GDP-mannose pyrophosphorylase A; Gmppb, GDP-mannose pyrophosphorylase B; GTP, guanosine triphosphate; IFN-γ, interferon-γ; IL-4, interleukin-4; LPS, lipopolysaccharide; M1P, mannose 1-phosphate; M6P, mannose 6-phosphate; Pmm1, phosphomannomutase 1;
Pmm2, phosphomannomutase 2. Amanda L. Fuchs et al., Table S1 Table S1. 1D 1 H NMR intra-and extracellular metabolite limit of detection (LOD) values. 1
Extract
Metabolite LOD (µM) Statistical significance (p) was measured using two-tailed unpaired parametric t-tests with Welch's correction, whereby *, p < 0.05; **, p < 0.01; ***, p < 0.001; ****, p < 0.0001. Abbreviations denote: ADP, adenosine diphosphate; AMP, adenosine monophosphate; ATP, adenosine triphosphate; GSH, reduced glutathione; GTP, guanosine triphosphate; NAD + , nicotinamide adenine dinucleotide; NADPH, reduced nicotinamide adenine dinucleotide phosphate; UMP, uridine monophosphate. 2 Fold change (FC) was calculated using limit of detection (LOD) values (see Table S1 ) for MΦ activation state in which a given metabolite was not detected.
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Amanda L. Fuchs et al., Table S3   Table S3 . Relative fold change expression of select genes in bone marrow-derived murine MΦs upon differential stimuli. 1 
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